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Abstract

The genetic diversity of the world's livestock pdgtions is decreasing, both within and across lweddhe

conservation of livestock genetic variability isithimportant, especially when considering posdiliere changes
in production environments. Current research fesum GIS analysis of the sheep diversity basdé@mdity and

DNAmarkers of four sheep breeds over Iran. A tdtald mature ewes (Afshari=19; Baluchi=18; Makui=&0d

Mehraban=30) collected with known single or twimlzings from different locations of Iran to assegenetic

diversity of fecundity using morphology, DNA infoation analysis and DIVA-geographic informatigystem

(GIS). Polymorphism of two GDF9 and BMP15 candidg@@eeswas investigated using PCR-RFLP. Litter wiae

significantly influenced by genotype of each gemed heterozygous genotypes for both loci showebdmigdjtter

size than the homozygous genotypBs(.01). According to the obtainedresults, the regithat are richest in
diversity located in North West of Iran. DIVA-Gl&@wed the highest diversity index for fecundityvae¢n Iranian

indigenous sheep. The highest diversity index ficundity was observed in the sheep bremu filNorth West
parts of Iran.
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