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exon 3 of leptin gene in Moghani sheep
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Table 2. Summary of heterozygosity statistics fbloai

Locus ObsHom ObsHet

AveHet ExpHet ExpHom

leptin 0.35 0.3748

0.6213

0.6213 0.6252 0.65

ObsHom: Observed Homozygosity; ObsHet: Observeendeygosity; AveHet: Average heterozygosity;
ExpHet: Expected heterozygosity; ExpHom: Expectathdzygosity
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Table 3. Genotypic, phenotypic and residual cofiamia between body weight traits in Moghani sheep

Traits ra I re

Birth weight to weaning weight 0.5 0.2 0.15
Birth weight to 6-month weight 0.4 0.81 0.13
Birth weight to yearling weight 0.07 0.13 0.14
Weaning weight to 6-month weight 0.7 0.61 0.60
Weaning weight to yearling weight 0.61 0.39 0.33
6-month weight to yearling weight 0.94 0.54 0.43

r= Genetic correlationyr Phenotypic correlationgrResidual correlation

Sl 2iwsS )5 G 9 Dlas o jlbial las 5 (5 udy <ilyg culpd 5 il ly sloadlge 5yl o -F g

Table 4. Variance components and genetic paranme®#of body weight traits in Moghani sheep
2 2 2

Traits 0%, o 0% h?

Birth weight 0.22+0.04 0.39+0.08 0.16+0.03 0.56+0.08
Weaning weight 10.8+1.1 17.98+3.3 7.18+1.04 0.6+0.08
6-month weight 9.3+0.103 24.9+3.9 15.6+3.3 0.37+0.07
Yearling weight 5.72+0.68 21.42+3.6 15.69+3.3 0.26+0.06
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Table 5. Least-squares means comparison of ditfggemotypes of leptin gene for body weight traitee&n+SE)
in Moghani sheep

Genotype
Trait (Kg) AA AB AC BC CcC
Birth weight 3.474+0.192 3.936+0.168  4.453+0.211 3.896+ 0.14F 3.920+ 0.21%

Weaning weight 18.789+ 1.100 18.778 +0.09% 22.800+1.199 20.401+0.848 20.631+1.20¥
6-month weight 26.332+1.399 27.480+ 1.21% 30.154+ 1.52% 30.305+ 1.079 27.522+ 1.53%
Yearling weight 35.853+1.684 34.974+1.465 36.926+1.835 38.559+1.299 37.843+1.851
The means within the same row with at least onengomletter, don’t have significantly differende>0.05)
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Table 6. Least-squares means comparison of ditfgiemotypes of leptin gene for average daily weggih
traits (meanSE) in Moghani sheep

Average daily gain Genotype
(Kg/day) AA AB AC BC cc
Birth to weaning 0.170+ 0.011 0.165+0.009 0.204+ 0.012 0.184+0.008 0.185+ 0.012
Weaning to 6 months ~ 0.083+ 0.01¥  0.096+ 0.00  0.081+0.01%  0.110+0.008 0.076x0. 011
6-month to 9-month 0.040+ 0.012 0.009+ 0.01¥ 0.005+0.018 -0.0007+0.01 0.038+0.018
9-month to yearling 0.065+ 0.012 0.073+0.012 0.069+ 0.018  0.092+0.01  0.076+ 0.018

The means within the same row with at least onencomletter, don’t have significantly differende>0.05)
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Table 7. Least-squares means comparison of ditfgremotypes of leptin gene for direct and matebneéding
values of body weight (meanz SE) in Moghani sheep

Genotype
AA AB AC BC cC

Breeding value (Kg)

Birth weight -0.226+0.063  -0.017+0.055 -0.058+ 0.06% -0.073+0.04% -0.070+ 0.07%
Weaning weight ~ 1.003+ 0.400  0.501+0.348  1.367+0.4386  1.527+0.309  1.035+0.440
6-month weight ~ 0.846+0.668  0.371+0.580  1.501+0.727  1.593+0.51%  0.328+0.733
Yearling weight ~ -0.054+0.418  -0.007+0.362  0.466x0.45% 0.818+0.321  0.786+0.45%
Mater nal breeding value (Kg)

Birth weight -0.065+ 0.033  0.027+0.029  0.021+0.038  0.008+0.0286  -0.017+ 0.037
Weaning weight  0.455+ 0.198  0.250+0.170  0.642+0.21%  0.801+0.151  0.466+0.21%
6-month weight  0.560+ 0.37%  0.331+ 0.32#  0.660+0.408  1.185+0.287  0.057+ 0.41D
Yearling weight ~ -0.048+0.1686  0.076+0.14%4  0.215+0.181 0.278+0.128 0.230+0.182

The means within the same row with at least onentomletterdon’t have significantly differencé®¢0.05)
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Abstract

In this research for identification of polymorphismleptin gene in sheep population of Moghani Hre30
heads were randomly blooded. Genomic DNA was etedafrom blood samples and a piece including 471 bp
from the part of exon 3 leptin gene was amplifieithwsing PCR-SSCP. Five banding patterns AA, AE, A
BC and CC were obtained with frequencies of 0.2500.3, 0.1 and 0.15 respectiveélye frequencies of A, B
and C alleles were calculated as 0.475, 0.175 a3l f@spectively. The Chi-Square test showed noifignt
deviation P>0.05) from Hardy-Weinberg equilibrium for this lein studied population. AC genotype was
associated with highest birth weight and weaninglte 6 months weight (SW), average daily weighhdeom
weaning to six month, yearling weight estimatedebieg value, weaning weight estimated maternal dinge
value and 6 months weight estimated maternal bngedalue were highest in the BC genotype. AA gepety
was associated with highest average daily weight fyfam six to nine month (AGSN). Birth weight astited
breeding value was most in the AB genotybeselection at lower ages can be performed in Mogbkheep for

leptin gene, because high genotypic and phenotypicelations were observed between weaning weigtit a
body weight at higher ages.
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