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Table 2. Allelic and genotypic frequencies and obse and expected heterozygosity frequencies fotdgus in
indigenous chicken populations

Allele and Breed Total
Genotype Common W. Azarbaijan Marandi Mazandarani  populations
Allelic frequency A 0.65 0.56 0.50 0.62 0.58
B 0.35 0.44 0.50 0.38 0.42
Genotypic frequency AA 0.34 (0.42) 0.24 (0.32) 0.20 (0.26) 0.34 (0.38) 0.28 (0.34)
ob. (ex.) AB 0.62 (0.46) 0.64 (0.50) 0.60 (0.50) 0.56 (0.48) 0.60 (0.49)
BB 0.04 (0.12) 0.12 (0.18) 0.20 (0.24) 0.10 (0.14) 0.12 (0.17)
x? 6.24* 4.16* 1.80™ 1.59™ 11.65*
Heterozygosity (Homozygosity)  0.62 (0.38) 0.64 (0.36) 0.60 (0.40) 0.56 (0.44) 0.61 (0.39)
observed frequency
Heterozygosity (Homozygosity)  0.45 (0.55) 0.49 (0.51) 0.51 (0.49) 0.47 (0.53) 0.49 (0.51)
expected frequency
Shannon's Information index 0.64 0.68 0.69 0.66 0.67
Fixation index -0.36 -0.29 -0.20 -0.18 -0.24

* Significant P < 0.05)
ns: Non significantP > 0. 05
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Table 3. Allelic and genotypic frequencies and obse and expected heterozygosity frequencies fdgIlBcus in
indigenous chicken populations

Allele and Breed Total
Genotype Common W. Azarbaijan Marandi Mazandarani populations
Allelic frequency C 0.51 0.44 0.51 0.56 0.51
G 0.49 0.56 0.49 0.44 0.49
Genotypic Frequency CcC 0.18 (0.26) 0.14 (0.20) 0.24 (0.25) 0.24 (0.32) 0.21 (0.25)
ob. (ex.) CG 0.36 (0.50) 0.60 (0.50) 0.46 (0.51) 0.64 (0.50) 0.59(0.50)
GG 0.16 (0.24) 0.26 (0.30) 0.26 (0.24) 6 (0.18) 0.20 (0.25)
x? 4.81* 2.15™ 0.40™ 4.16* 6.30*
Heterozygosity (Homozygosity) 0.66 (0.34) 0.60 (0.40) 0.46 (0.54) 0.64 (0.36) 0.59 (0.41)
observed frequency
Heterozygosity (Homozygosity) 0.51 (0.49) 0.49 (0.51) 0.51 (0.49) 0.49 (0.51) 0.51 (0.49)
expected frequency
Shannon's Information index 0.69 0.68 0.69 0.68 0.69
Fixation index -0.32 -0.21 0.07 -0.29 -0.18

* Significant P < 0.05)
ns: Non significantP > 0. 05
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Abstract

Genetic resistance to diseases is very importamhiokens. Determining the genetic diversity of tttécken immune
system is one of the main options for examinindedénces in resistance to diseases. Two hundremt ldamples were
taken from indigenous chickens populations of Commdest Azarbaijan, Marandi and Mazandarani andiggn DNA
was extracted by salting out method. The allelityporphisms were investigated in IgL and K-Moci involved in the
immune system using PCR-RFLP and $ag96] andTsp5091 enzymes. After enzymatic digestion, for IgL markiee (354
bp), three genotypes of AA, AB and BB and alleldwith two bands of 173, 161 and two bands of 10 dpj allele B
(with three bands of 161, 103 and 70 and two bafid® bp) and for IFN marker site (129 bp), three genotypes of CC,
CG, and GG and allele C (with one band of 129 lppl) @lele G (with two bands of 90 and 39 bp) weemniified. The total
populations for loci were not in Hardy-Weinberg giguum. The Shannon information index for marKestes of IgL and
IFNy (0.67 and 0.69, respectively), fixation index Hu(-0.24 and -0.18, respectively) and the higluserved
heterozygosity index (0.61 and 0.59, respectivelgs estimated. Regarding the presence of polymsmpim the studied
loci, it is possible to use these candidate gemagliection programs to increase disease resistance
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