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Table 1. PCR temperature and time program to ayn@lif73 bp fragment of the PRNP gene exon 3

Initial denaturation 95°C 1 minute 1 cycle
Denaturation 95°C 1 minute

Annealing 62°C 45 second 35 cycles
Extention 72°C 1 minute

Final Extention 72°C 10 minute 1 cycle
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Fig. 2.PCR products of the 173 bp amplified
fragment of thé®RNP gene exon 3
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Fig. 3. Three different SSCP patterns of the exofi 3
the PRNP gene in Mehraban and Romanov sheep
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Table 2. Genotypic and allelic frequencies obseind®RNP gene exon 3 in Mehraban and Romanov breeds

Number Frequency (%)
Genotype Mehraban Romanov Both breeds Mehraban aRown
GG (ARR/ARR) 52 18 70 61.2 46.15
AA (ARQ/ARQ) 21 12 33 24.7 30.75
AG (ARR/ARQ) 12 9 21 14.1 23.1
Total 85 39 124

S @0 o3e31 b lagessiy Slgld Joles pae b Jolas qusy o =Y Ji
Table 3. Evaluation of equilibrium and disequilibm of genotypes frequency usioli-square test

Breed

Genotype AA AG GG X2 P-Value
Romanov 12 9 18 10.84 P<0.001
Mehraban 21 12 52 38.6 P<0.0001
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Abstract

This study was conducted to investigate the polyhisms of the Prion protein geneRNP) exon 3 in Mehraban
and Romanov sheep. Blood samples were collected 124 sheep (85 Mahraban and 39 Romanov). After DNA
extraction, polymerase chain reactions (PCR) weréopmed to amplify a 173 bp fragment of fARNP gene exon

3 using a specific pair of primers. Polymorphisnisttee studied fragments were explored using sirggtand
conformational polymorphism (SSCP) and DNA sequapanalysis. In both Mehraban and Romanov brebdse t
different banding patterns (AA, AG and GG genotypsng with a single nucleotide polymorphism (gA2G)
were identified, that deduced one amino acid stbsth (p.171R>Q). Three haplotypes including ARRRR
ARR/ARQ and ARQ/ARQ were identified, which the méstquency (61.2 and 46.15% in Mehraban and Romanov
breeds, respectively) was related to the ARR/ARRdtsipe with high resistance to scrapie disease.rébults of
current study regarding the similarity of polymoigsh in PRNP gene of domestic and foreign breedsild be used

in sheep breeding programs.
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