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LEPRF: 5'- TGGCATATCCAATTACTCCCTG -3
LEPRR: 5-ATGCCTTCCCTTCAATGTCATC -3'
MC4RF: 5'- ACTCTCCGCCGCCTAACTTTCG -3
MC4RR: 5- AGTAGCCTTTTGCCGGGGACTCA -3'
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Fig. 3. Band patterns of LEPR gene obtained acrigamel and stained with silver nitrate
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Fig. 4. Band patterns of MC4gene obtained acrylamide gel and stained with isititeate
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Table 1. Allele and genotype frequencies of LEPR BIC4R genes

Genotype Allele
Loci AA AB AC AD AE AF AG A B C D E F G  Total
LEPR 0.062 0615 0323 - - - - 0531 0307 0161 - - - - 1

MC4R 0.074 0.21 0.253 0.158 0.105 0.105 0.095 0.490 0.105 0.126 0.079 0.100 0.053 0.047 1
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Table 2. Parameters of genetic variation LEPR a#tRl genes

Parameters LEPR MC4R
Number of actual alleles (Na) 3 7

Number of affective alleles ¢\ 2.48 3.474
Observed hetrozygosity 0.9375 0.926
Observed homozygosty 0.0605 0.074
Expected heterozygosity 0.6004 0.716
Expected homozygosty 0.3996 0.284
Means of heterozygosity 0.5973 0.712
Nei’s Index 0.597 0.712
Shannon’s Information Index (l) 0.993 1.578

Polymorphic Information content (PIC) 0.523  0.646
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Abstract

The experiment was concluded to study the genetimmrphisms for Exon 2 leptinreceptor (LEPR) anei

1 Melanocortin4 receptor (MC4R) genes in native eaittl Guilan province. In order to blood samplesaver
collected randomly from 96 native cattle in Guifaovince. After extracting DNA by salting out methd®CR-
SSCP was used to amplify a fragment of 261 bp feaon 2 LEPR gene and a fragment of 213 bp from éxon
MC4R gene. In the sample of study, three patterAs AB and AC for LEPR gene and six patterns AA, AC,
AD, AE, AF and AG for MC4R gene were observed. tcies of genotype were 0.062, 0.615 and 0.323 for
LEPR gene and 0.074, 0.21, 0.253, 0.158, 0.10%)50ahd 0.095 for MC4R gene respectivddppulation
geneticanalysisshowedthat LEPR and MC4R genes weoait of Hardy-Weinberg equilibrium but both genes
were highly polymorphic and had great genetic diigr
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