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Fig. 1. Two way clustering (heatmap) of GSE24560a¥s indicated with star sign were low qualityssss and

ignored for downstream computations
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Table 1. List of differentially expressed genesofBarkers) in threshold level gvalue = 0.05

JADE1
EXOC8
APP
MARCKS
KCTD11
DCUN1D1
ATG16L1
GAPVD
TFAP2A
PRICKLE3
TTC19
KCTD6
EZR
RELA
DIP2B
GPX1
GDI1
DENNDGA
REXO4
CNDP
NDUFA1
CEBPD
NOL9
CXCL8
CSNK1D

CARM1
TRIM8
CXCL2
RBFOX2
COX7B
CLPP
PEBP1
CDh81
GNAI2
MAP3K3
ACOT13
CD164
CYB561
SUSD6
USP37
USF1
LAMTOR4
ID3
BAG4
EIF2B5
SCYL1
MAN2C1
ZNF21
TGIF1
CX3CL1

TEAD1
KMT2C
CKAP4
DHCRY
SAMM50
SSuU72
UBE4A
SLC25A29
ALCAM
TES
MBNL2
RBMS1
DET
BAZ2A
C20RFF52
MFSD5
RPL34
NR1H2
PDGFB
KRT8
FAM43A
CXCL5
GLI3
NDUFAF7

UNC93B1
UBEZ2F
UQCRH
TRAF3IP2
PNPO
POMGNT2
RBM42
IL1B
NNAT
ZMYND8
GMIP
TMEMS8A
SZRD1
FLYWCH1
JUNB1
C8H90ORF89
SACM1L
SLX4IP
SLC25A16
CDK12
ZCCHC3
ZC3H12A
AHNAK
RPS27L

MARK1
FER
SAA3
MAP1LC3B
ETHE1
PABPN1
OGFR
GLCE
PRPF8
FAM133B
PTP4A1
YWHAB
CCDC93
WDTC1
VCL
PDDS8
ZNF774
MAPKAPK5
SEPT9
LAPTM4A
Cxcl3
R3HDM2
NDFIP1
ALDH6A1

ANKRD42
YWHAE
FBXO18
RPS19BP1
SLC2A6
CDC34
MSANTD2
POLR2J
CORO1A
CCDC124
VPRBP
PHF20
DNMT3B
CCDC112
RABL3
TMEMS5
HMBOX1
HMOX2
Ccl2
TTF1
ATP1Al
API5
UGTS
GPATCH1
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Abstract

Mastitis, as one of the most economically importaost-driven diseases in dairy cow industry, is an
inflammation-driven disease of the bovine mammdang that in recent decades has casted lots oftiatte
Mastitis has low heritability; therefore, it is ambersome job to manage it from animal breedingtpafi view.
Considering the management of mastitis in dairymfamproduction and the nature of complex molecular
mechanisms involving in this disease, extractingstitig’'s transcriptomic biomarkers network using
data due to some well-annotated genomes like hugesmmome, sounds to be entirely compelling. In this
research, by fitting a linear model on each genea @taphylococcus aureugoverned DNA microarray
experiment performed in dairy cow udder, a listlifferentially expressed genes or biomarkers wdrained.

It was dissected that genes encoding cytokineschathokine's e.g. CXCL5, CCL2 ,CXCL2, CXCL3, CXCL8
shown differentially expressed patternstaphylococcus aureudriven dairy’s cow mastitis. Biomarker network
due to human genome orthologous genes indicatéd\Bfa (amyloid beta precursor protein) gene or lgidwr
shown the maximum degree of connection with othelobical transcriptomic biomarkers. The resultstlus
study can be used in breeding programs and drgegttag studies to cure mastitis.
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