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Table 1. The sequence and characteristics of theepused in this study

N Primer sequence Annealing Product size
ame 5—» 3 temperature®C) (base pair
MHC-DMB2 F:5-GGAGTGCATCCCCATTGCT-3 62 333

R:5-GCTCACTCTTGCGCAGTGC-3’
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Table 2. Polymerase chain reaction protocol

Number of cycles TemperatureOC) Time Description

1 95 5 min Primary Denaturation
95 45 s Denaturation

30 62 60 s Annealing
70 45 s Extension

1 72 10 min Final extension
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Fig. 2 Amplified product of 333 bp of MHC-DMB2

in Japanese quddaded on 2% agarose gel. M:
Molecular marker 100 bp (From top to bottom,
respectively, include bands of size 3000, 1500,
1000, 900, 800, 700, 600, 500, 400, 300, 200 and
100)
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Fig. 3 PCR-RFLP patterns of the MHC-DMB2 gene
in Japanese quail digested by Hinf | enzyme
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Table 3 Intra-population diversity for the MHC-DMB2 gene Japanese quail

Observed Effective Shannon's N
Expected Observed . Fixation
. number of  number of . . Information
Location heterozygosity  heterozygosity Index
alleles alleles (HO) Index (A
(Na) (Ne) (1)
MHC-DMB2 2 1.61 0.379 0.246 0.56 0.35
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Table 4 Means comparison of total antibody titer
(mg/dL) for different genotypes

Genotype Mean * Standard deviation
cC 2.13 +0.09
CG 0.84 +£0.15
GG 0.33+0.21
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Abstract

The DMB2 gene is one of the MHC cluster genes pleats a role in the humoral immune response. Thidys
was performed to identify the polymorphism of ex»mwof the MHC-DMB2 gene and its association with the
humoral immune response in Japanese quail. Fopthjgose, on day 28, 0.2 mL of 5% saline suspension
sheep red blood cell (SRBC) was injected into 138ilts breast muscle (65 males and 65 femaleskersSdays
later, cervical vein blood sampling was performectioe 38' day. Afterward, the anti-SRBC titer antibody was
determined using a micro hemagglutination technigugso, genomic DNA was extracted from blood saraple
and a 333bp fragment of exon 2 was amplified upimlgmerase chain reaction and PCR products weestiid

by Hinf 1 restriction enzyme. The results showeat there were two types of C (333bp) and G (226ppYD
alleles in this region with a frequency of 74.6% &6.4% in the whole population, respectively. Tasults
indicate high polymorphism and high homozygositythe studied population. In addition, the resuhsveged
that genotype had a significant effect on antibtthrs (P<0.01). The CC genotype showed the highest total
antibody titer (2.13 mg/dL) and the GG genotypevadm the lowest total antibody titer (0.33 mg/dLi).id
suggested that the negative effects of this singtdeotide polymorphism be considered in breediogmams.
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